
Supplementary Table 2: Identification of protein from the dynamic range protein standard (UPS2). Triplicate runs were analyzed against a 

database of the UPS proteins and contaminants, and against the complete human database and contaminants. 

PEP-Posterior error probability. % seq. – percent protein sequence coverage.  

Protein Names Uniprot 
Amount 
(fmol) 

Human database UPS database 

Intensity 
(x10

7) 
# 

Peptides 
PEP % Seq. 

Intensity 
(x10

7) 
# 

Peptides 
PEP % Seq. 

CAH-1 P00915 1400 126.6 11 0E+00 62.1 173.2 14 0E+00 72.3 

CAH-2 P00918 1400 154.9 10 0E+00 56.2 195.9 19 0E+00 78.4 

Complement C5 P01031 1400 26.4 3 0E+00 2.1 39.4 5 0E+00 59.5 

Hemoglobin-a P69905 1400 40.4 7 1E-189 77.5 52.8 8 8E-251 84.4 

Hemoglobin-b P68871 1400 71.6 9 0E+00 81.6 75.5 11 0E+00 93.8 

Leptin P41159 1400 76.4 8 0E+00 74.3 137.4 9 0E+00 88.4 

Serum albumin P02768 1400 427.3 31 0E+00 60.8 593.7 46 0E+00 76.2 

Ubiquitin P62988 1400 30.6 1 3E-136 21 102.9 8 2E-177 83.3 

Catalase P04040 140 32.2 15 0E+00 38.1 49.8 23 0E+00 52.9 

Cyt-b5 P00167 140 16.2 5 6E-142 47 19.7 7 3E-176 55.7 

EGF P01133 140     0.4 1 2E-05 24.1 

Myoglobin P02144 140 11.1 4 7E-111 40.9 14.9 7 1E-148 54.2 

NQO1 P15559 140 4.6 4 7E-12 15.3 6.9 7 2E-46 24.5 

PPIA P62937 140 10.9 4 1E-38 35.2 14.6 7 0E+00 56.8 

Peroxiredoxin1 Q0683 140 22.6 7 6E-34 51.8 32.0 10 3E-81 65.7 

SUMO1 P63165 140 1.8 3 4E-06 19.9 21.6 14 1E-116 42.9 

Lactalbumin P00709 14     0.7 2 1E-07 13.8 

HARS P12081 14     1.9 7 3E-09 13.4 

LysC P61626 14     0.3 1 6E-02 7.7 

NQO2 P16083 14     0.4 2 8E-04 9.6 

CK-M P06732 14 0.3 1 2E-03 5.8 0.7 2 5E-09 7.6 

 


